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MICHAEL ANDERSON
L E A D  C O M P U TAT I O N A L B I O L O G I S T

With a decade of experience in computational biology, I specialize in
integrating omics data to drive discoveries in cancer research. My career
began with a focus on transcriptomics, where I developed algorithms to
analyze RNA sequencing data, leading to significant insights into gene
regulation mechanisms. I hold a PhD in Bioinformatics from Harvard University
and have worked in both academic and pharmaceutical environments.

PROFESSIONAL EXPERIENCE

Pfizer
Lead Computational Biologist

Mar 2018 - Present

Led a team in the integration of multi-omics data to identify biomarkers for
cancer therapy.

Developed robust analytical frameworks that improved the accuracy of
predictive models.

Collaborated with oncologists to translate computational findings into clinical
applications.

Published 10 articles in high-impact journals related to cancer genomics.

Provided mentorship and training for junior bioinformaticians in best practices.

Presented research outcomes at international cancer conferences, enhancing
visibility.

Johns Hopkins University
Computational Scientist

Dec 2015 - Jan 2018

Conducted transcriptomic analyses to uncover gene expression changes in
tumor samples.

Utilized machine learning techniques to predict patient response to therapies.

Collaborated with biostatisticians to design experiments for clinical trials.

Developed tools for visualizing complex datasets, enhancing interpretability.

Engaged in cross-disciplinary projects that led to multiple publications.

Presented at departmental seminars about ongoing research initiatives.

ACHIEVEMENTS

Omics Data Integration•

Cancer Genomics•

Machine Learning•

Python•

R•

Data Visualization•

English•

Spanish•

French•

PhD in Bioinformatics, Harvard
University

•

Developed a predictive model that accurately identifies patient subgroups in clinical
trials.

•

Secured funding for a multi-year research project on cancer biomarkers.•

Recognized as a top contributor in a national bioinformatics network.•


